Epidemics of white mold caused by Sclerotinia sclerotiorum are ubiquitous and highly destructive. More than 400 plant species can be affected by white mold and the disease is known to occur in all continents, but Antarctica (Bolton et al. 2006; Navaud et al. 2018) . The wide host range of the S. sclerotiorum, its long-lasting capacity to stay viable even in the absence of hosts, and the difficulties to breed highly resistant cultivars are some factors that contribute to crop losses by white mold worldwide.
This special issue of Tropical Plant Pathology conveys four reviews and seven original research data articles submitted by researchers who attended the 2017 IWS in Brazil. Topics of interest ranging from the organismal up to the population levels, or from basic to applied research findings were covered.
In the first review article, Wilbur et al. provide an up to date summary on epidemiology of white mold as a basis for setting more effective management strategies. Advances have been experienced in cultural, biological and chemical control methods, including the development of risk models based on weather data that can result in area-wide forecast systems to better schedule fungicide applications. At the other end, cultivar resistance is a goal of many breeding programs, but one of the challenges to breed for white mold resistance in many crops is the mode of parasitism exerted by S. sclerotiorum, which has been considered a typical necrotrophic pathogen. This "paradigmatic" view of the lifestyle of S. sclerotiorum is changing recently and McCaghey et al. provide their current view on the initial stages of host colonization by the pathogen, mainly the role played by the subtle effects of virulence factors and the "brute force" efficacy of cell-wall degrading enzymes in the colonization process. Additionally, authors discuss the implications of these processes in developing resistant cultivars by different approaches. In the arena of breeding for white mold resistance, but from an applied perspective, Ferreira et al. and Miorini et al. evaluated methods of pathogen inoculation and differences in aggressiveness for assessing the resistance of common bean genotypes. These variables have important applications for advancing breeding lines and producing elite materials.
Four articles tackle issues related to the genetic variability of S. sclerotiorum and the evolution of the pathogen populations. Clonal populations were commonly reported in the past and even in current studies, like the one presented by Pannullo et al. in this issue. Nevertheless, recent investigations have reported evidence of outcrossing in this homothallic fungus. How this is possible is not fully known yet as discussed by Attanayake et al. The lack of knowledge about the factors determining mycelial compatibility groups (MCGs) in S. sclerotiorum is one reason why outcrossing is not properly understood yet. For Kamvar & Everhart "something in the agar does not compute..." when interpretation of many population genetics studies are based only on the assessment of MCGs as marker. Indeed, population studies must include other markers in addition to MCGs; but, Lehner et al. showed that even though there is no strict association between SSR genotypes of the pathogen and MCGs, these groups can largely influence pathogen population structure.
Pathogen variability was also addressed in two other articles: one oriented towards the differences in sensitivity or susceptibility of S. sclerotiorum to the biological control agent, Paraphaeosphaeria minitans (formerly known as Coniothyrium minitans); and the other conducted to assess the natural variability in the distribution of sclerotia of S. sclerotiorum in the soil of soybean fields and to evaluate the spatial associations between white mold variables and soybean yield. In the first study by Nicot et al., one important conclusion may be crucial to raise awareness regarding the efficacy of biological control agents. Authors concluded that selection of less sensitive isolates may lead to the formation of "resistant" population to the biocontrol agent. In the second study, Wutzki et al. report on the high variability of sclerotia density and distribution, but they were positively associated with disease intensity and both negatively affect yields. Interestingly, Civardi et al. demonstrated that Congo grass can reduce carpogenic germination of sclerotia of the pathogen, which in turn was associated with lower intensity of white mold.
Brick-by-brick the community involved is making progress to better understand the complexity of the pathosystems involving S. sclerotiorum and the ISWs initiative is key to promote information exchange and keep the momentum in white mold research.
